, NGFR, VIM REACTOME Pathways Regulation of Insulin-like Growth Factor (IGF) transport and uptake by Insulin-like Growth Factor Binding Proteins (IGFBPs) 3.40E-02 7 CHRDL1, SPP1, C4A, LTBP1, APOE, IGFBP6, IGF2
Abbreviations: NA-nucleic acid, : FDR -false discovery rate, No. -number of identified genes involved in GO, GO-gene ontology 85E-03  35  SETD2, ANK2, PTCH1, MEF2D, CACNA1C, EP300, PKD1, CC2D2A, KDM6B, COL5A1, CHD7, PRKDC, ARID1A,  FAT4, ENG, INSR, IFT172, MED12, NOTCH1, LTBP1, ID1, NOTCH2, MEGF8, GAA, ECE1, TENM4, HEG1, BCOR,  SH3PXD2B, MTOR, ZMIZ1, NF1, SLC9A1, RYR2, ROBO1  skeletal system development  3.09E-02  32  SETD2 , KIAA1217, CYP26B1, MEF2D, SLC38A10, EP300, DEAF1, PKD1, SFRP4, SFRP1, ASH1L, CHD7, NOV, MGP,  COL1A2, ANKRD11, MMP2, FAT4, IFT172, RAI1, COL1A1, MED12, KIT, MEGF8, PBX1, GLG1, ZBTB16, ECM1 , CREB3L2, SULF1, SH3PXD2B, STC1 regulation of growth 3.29E-02 36 PTCH1 , SMARCA4, MAP1B, ZNF639, CDK4, CLSTN3, CGA, SFRP1, CHD7, PLXNA4, SAFB, NOV, RFTN1, TAF9 , SPHK1, INSR, RAI1, NOTCH1, PTPRS, SELENOP, NOTCH2, SMARCA2, SLIT2, MEGF8, IGFBP5, PLAC8, PLXNA3, GOLGA4, PRL, SH3PXD2B, AGRN, WFS1, MTOR, EIF4G1, EGFR, MACF1 response 
